Benefits of GS for meat sheep breeding programs

according to the available pedigree and the level of Al
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Genomic selection based on a sire reference population is not always beneficial

Genomic selection based on a sire + dam reference population i1s always beneficial whatever
the level of Al and pedigree completeness

The economic interest must be assessed

Jéerome RAQUL2, Jean-Michel Elsen? contact: jerome.Raoul@inrae.fr
1 Institut de I'Elevage, Castanet-Tolosan, France
2 UMR GenPhySE, INRAE, Castanet-Tolosan, France

(accepted for publication in Animal)
===/ INRA@ ‘Smarter

This project has received funding from the
European Union’s Horizon 2020 research
and innovation programme under the
Grant Agreement n°772787




