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Using genomic data in breeding programmes 
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Genomic selection
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SNP ópatternsô

DNA effects can differ between breeds

DystociaHolstein Charolais

Purfieldet al., (2014)



.. And differ between traits

Mucha, Mrode, Coffey, Kizilaslan, Desire, Conington J. 2018 J. Dairy Sci.101(3):2213-2225



Hard to measure / expensive / 
measured later in life traits

Maternal traits

Longevity

Carcass & 

Meat quality


